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System Requirements

CPU Pentium 4 2.0GHz above for Windows 10 or above.
2GB of RAM or above for Windows 10 or above.

Microsoft .NET Framework 3.5

50MB of available hard drive for the program files

CD ROM drive

16bit color display with pixel resolution 1280 x 768 or above.

Keyboard, Mouse, and RS232 serial port or USB port



Software Installation

To install AgileCon_2.0

1.
2.

(6]

Start Windows and close all unnecessary Windows applications.
Insert the software CD into the CD-ROM drive. The installer user
interface is displayed.

Click on the “"PL2303_DriverlInstaller 1181 20170504" to install USB
driver.

E_ﬂ PL2303_DriverInstaller 1181 _20170504 ., exe 2007/914 £ 11....

Follow the on-screen instruction.
After the installation is completed, click “Finish”.
Click on the “setup.exe” to setup AgileCon_2.0 software

-~

MName Date modified Type
ﬁ;E)J AgileCon 2.0_v2.019 4/10/2018 2:21 PM Windows Installer ...
) setup 4/10/2018 2221 PM Application

Follow the on-screen instruction.
After the installation is completed, click “Finish”.



AGILE READER Instrument Setup

Be sure the AGILE READER instrument is in standalone mode.
Method to switch between standalone and PC modes on AGILE
READER:

Turn off the instrument first, then press the “OPTION” key while turn
on the instrument again, it will switch to other mode.

On AGILE READER standalone mode, please go to SETUP /
COMPUTER.

Move “UP/DOWN?” buttons to select USB port and press “ENTER” to
confirm selection with mark “S” shown on the right side of that port.
Power off and power on the AGILE READER again, then press the
“‘OPTION” key while turn on the instrument, it will switch to PC
mode.

The instrument starts to do initialization.

After initialized, be sure the screen show “pc_mode” as figure 1
below.

** ELISA READER **

pc_mode: off_line

Figure 1



To Start AgileCon_2.0

Connect the PC and the instrument with an USB cable, then power
meter up. Operate your Windows system as the following steps.

1. Press Start menu / Control Panel / Device Manager / Ports (COM &
LPT)

2. Find and memorize the “Prolific USB-to-Serial Comm Port”
number(COM_number).

© '

=4 Device Manager = | E 2
File Action View Help
@ = |5 1
4 gy VERA-PC
i % Batteries

b @ Bluetooth Radios

s -8 Computer

g Disk drives

- B Display adapters

> ) DVD/CD-ROM drives

s Uﬁ Human Interface Devices

g IDE ATA/ATAPI controllers

- -5 Imaging devices

sl Keyboards

s --ﬂ Mice and other pointing devices
> Bl Monitors
.—_—E—M&pﬁr
4 77 Ports (COM & LPT)

- L.JE Prolific USB-to-Serial Comm Port (COM3)
-k Frocessors

> & Sound, video and game controllers
s M Systemn devices

b i Universal Serial Bus controllers




3. Go to AgileCon_2.0.
From Start menu > All Programs—>ACTGene->AgileCon_2.0

6 Default Programs
[t/ Desktop Gadget Gallery
¢ Google Chrome
@ Internet Explorer
@ Windows DVD Maker Documents
k= Windows Fax and Scan
£ Windows Media Center Pictures
@ Windows Media Player
@ Windows Update
i XPS Viewer
Accessorjes
; ACTGene
=~ AgileCon 2.0
. Adobe LiveCycle ES2
. Adobe Master Collection C56
, Backup and Sync frem Google
| Chrome FEFRET

| Ewvernote Default Programs
. Garmnes

Music

Games

Computer

Control Panel

Devices and Printers

J Intel Help and Support

Search programs and files

4. For the first time login, key in default value "admin" for both User
name and Password in Security window below. Press OK to start
comport connection.

User name : admin
Password : admin

= s e 20 T e e T . | |t
File Setup Help Disconnect
(&7 comnect | (@9 Prate infout | [{fghl Shaker | [JB] incubator | @) Fitertune | (g Post processing |
Portocal select function .
Parameters .
e Y Starting method Plate motion
Basic parameters ® Immediate ® Continuous
End Point Two Points Kinetics -
Delay Stepping
Quantitative / Cut off Filter wavelength(nm) Shaker
o . Reference fite
Ratio/lnhibition / Q.C. ‘ N ) [ Use shaker
— Main' ~
at ] = seay =]
Login
Data analysis el User name
‘ Data ‘ B 1 2 Password 0 i1 12
& Project name
Special function 5
| raameno ||
D
E
‘ ‘ :
G
H
Type [Sample Fill direction Replicate drection Next fil number ~ Replic e
Row © Golumn Row  @® Golumn




5. If PCis successfully connected to AGILE READER, the

"Connected" sign with green background will appear on the upper

right message area of the screen.

Standby = Connected

6. In case PC cannot connect to the instrument, please press the
Connect icon to select corresponding COM port as shown in step 2.

and then press Connect button to confirm selection

File Setup Help

Qm Connect |I‘ﬂ Plate infout ‘ ‘(EJ} Shaker ‘ | i Incubator

|O Filter tur

Portocal select function

Daramatar

& COM port setting %

Basic parameters|
COM port setting

Quantitative / Cut of] | | [coms -
Ratio/inhibition / Q. Connect

Print options

-

Kinetics

iter [

Data analysis Map layout

Data

Special function

7. Now, the instrument and AgileCon software are ready to perform the

experiment.



AgileCon_2.0 Menu Software Structure

Main Window Overview

Section A: Menu

Section B: Tool bar

Section C: Message

Section D: Temperature monitor
Section E: Working area
Section F: Data review

Section G: Special function

File Setup Help ]A.

Qﬂn Cnnnec‘i‘ [" Plate mfou‘il [('80 Shaker‘ { } Incubator‘ {O Fmelrune] l@ Post processmgl
e ————

D 137,0°c (set avﬂc)l Standby | Connected
.

B. C.

(~PorocaT select funciion Parameters
E. Measurement type Starting method Plate mation
Basic parameters ©) Immediate @ Continuous
End Point Two Points Kinetics ) Dela © Steppi
- 1y = epping
Lot Filter wavelength{nm) Shaker
[7] Reference filter 1 Use shaker
Main1
Data analysis E Map layout
Li STD Conc.
Data . 1 2 3 4 5 6 7 8 9 10 11 12 sm01 [0
PA STD02 |0.025
Special function 5TD03 |0.05
L= B S5TDO4 |01
STDO6 0.6
D STDO7 |N.A
STDO8 MN.A
E STD09 M.A
STD10 |N.A
7 STD1 |N.A
START G STD12 |N.A
STD13 |N.A
H STD14 |N.A
) STD15 |N.A
Type F_Esphcale d[recl\un Next fill number Repllcate.number -
© Row @ Column 1 1 = 0.001~09999.9
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Section A Menu

File Menu
The File Menu contains the file and print functions for the experiment
data and mapping file.

File | Setup Help 37.0°C (set: 37°C) Standby

E?:,d (Data or Map) » in/out \"E‘) Shaker‘ \ ‘ Iﬂcubator‘ \O Fmenune‘ I@ Post processing
Save (Data or Map) »
Parameters
Export (.csv) Measurement type Starting method Plate mation
Print o - © Immediate @ Continuous
Preview End Point Two Points Kinetics S Delay 5 Stepping
K\t . . Filter wavelength(nm) ] Reforence fiter Ehﬂ';Z'shakw
Main1 405 ~
Print options
Data analysis Map layout
Baia . 1 2 3 4 5 6 7 8 9 10 11 12 ::E;m;
oA STD02 0.025
Special function STDO03 |0.05
S — B STD04 0.1
VAdvance BIO c STDO5 (0.3
STDO6 0.5
D STDO7 |MN.A
STD08 |MN.A
E STD09 |N.A
T STD10 NA
F STD1 |N.A
START s STD12 N.A
STD13 |N.A
H STD14 N.A
STD15 |N.A
Type [Sample - Replicate direcl\un Next fill number Replicate number e
5 2 Row @ Column 1 = 1 = 0.001~99999.9

Connected

New: Create a new experiment

Load (Data or Map): Load a stored experiment, results or map layout
Save (Data or Map): Save the experiment parameters, results or map
layout

Export (.csv): Export report to a file with ".csv" file extension

Print report: Select experiment to print out

Preview: Preview experiment report format

Exit: Close the AgileCon_2.0 software

11




Setup Menu
The setup menu contains the AgileCon_2.0 system configuration and
user account management.

File | Setup | Help
| @ COM port sefting
[ Filter tune

Portt Security setting

ﬂ |(‘E') Shaker | | k Incubator | |O Filter tune ‘ ‘@ Post processing

37.0°C (set: 377C)  Standby

arameters
Measurement type Starting method Plate motion
Basic parameters o . ) © Immediate @ Continuous
End Point Two Points Kinefics
Delay Stepping
Quantitafive / Cut off / Filter wavelength(nm) ——— Shaker
Ratio/Inhibition / Q.C. Use shaker
Meint [405..7]
Print options
Data analysis Map layout
Data 1 2 3 4 5 6 7 8 9 10 11 12
oA
Special function z
VAdvance BIO c
D
E
F
G
H
Type |Sample - Replicate direction Next fill number Replicate number
o Row @ Column 1 = 1 +

STD Conc.
STDO1 |0
STD02 |0.025
STDO3 |0.05
STD04 0.1
STDO5 |0.3
STDO6 (0.6
STDO7 |N.A
STD08 |N.A
STD09 |N.A
STD10 |N.A
STD11 |N.A
STD12 |N.A
STD13 |N.A
STD14 |N.A
STD15 |N.A

Input range:
0.001~89999. 9

COM port setting: To set the communication COM port between the
instrument and PC.
Filter tune: The AgileCon_2.0 can setup 8 different wavelengths at

most by inserting the corresponding filters to meter filter wheel.
Configure the filter wavelengths according to the inserted filters.

Security setting: To create a new user ID and set up the security level,

or delete

the user ID.

12
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Help Menu
The help menu provides information on software version, contact
information of the vender, and the user activity records.

File Setup | Help

i

Qm’ Conne

[
[ Audittrail | I(‘B') snakE[H i Incubator] [o Fmertune]

Protocol select function

Parameters
Measurement type

Starting method

Plate motion

Basic parameters @ Immediate @ Continuous
End Point Two Points - _
© Delay () Stepping
Quantitative / Cut off / Filter wavelength(nm) Shaker
Ratiofinhibition / Q.C ) O [£] Use shaker
Print options
Data analysis Map layout
Data c L 2 6 9 10 11 12
r oA
Special function =
(&
D
E
F
START .
H

© Row

Replicate direction
© Row  ® Column

Next fill number

Audit trail: To record the user activity for trailing.

13

Replicate number

4

Standby

8TD Conc.

STDO1 |MA
STDO2
STDO3 |MA
STD04 |N.A
STDO5 |N.A
STDO6 |N.A
STDO7 |N.A
STDO08 |N.A
STD09 [N.A
STD10 [N.A
STD11 [NA
STD12 |NA
STD13 [N.A
STD14 |NA
STD15 [N.A

Input range:
0.001~99999.9

Connected




Section B Toolbar
A. B. C. D. E. F.
|§?°D Conne::t‘ lﬁ Platein!outl l@ﬁ) Shaker‘ l 1 Incubator‘ D Filter tune‘ l@ Post processing
G.
‘ START

Connect: To set the COM port to communicate between instrument and
the PC

Plate in/out: To open or close the plate compartment

Shaker: To shake the plate with desired speed and shaking time
Incubator: To control the incubator with desired temperature, and
display temperature reading on section D temperature monitor.

Filter tune: To set up the wavelengths of installed filters on 8-slot filter
wheel, and have the meter tune the light intensity for each filter.

Post processing: Use the current protocol to re-process data results
Start: To start the experiment with current protocol

Section C Message

During operation, the current status will be shown on the upper right of

the screen.

37 .0°C (set: 37°C) |Standby  Connected

Section D Temperature monitor

When the incubator is activated, the set and actual temperatures are
shown on the left of the message area.

37.0°C (set: 37°C) | Standby ~ Connected

14



Section E Working area & F Data review

The AgileCon_2.0 allows you to define measurement protocols and
analyze obatined microplate data. The protocol parameters are input in
E Working area, and the test data is shown in F Data review.

File Sefup Help 37.0°C (set: 37°C) Standby = Connected
[Qm Connem] ['ﬁ Plate m/outl luEg Shakerl l § \ncubalor] lo Fmemunel [@ Postproa:essmg]
Portocal select function
Parameters
T Starting method Plate motion
Basic parameters - © Immediate @ Continuous
End Point Two Points Kinetics - .
© Delay © Stepping
Quantitative / Cut off / Filter wavelength{nm) Shaker
Rafio/inhibifion / Q.C. L REEETEn T ] Use shaker
Print options .
E. Working area
Data analysis Map layout
STD Conc.
. 1 2 3 4 5 6 7 8 9 10 11 12 "
» oA STDO2 [0.025
Special function 8TD03 |0.05
B sTD04 [0.1
VAdvance BIO . s005 03
STDO (0.6
D STDO7 [NA
STDO08 |NA
E $TDOY |N.A
STDAO 1A
START 7 STDM |NA
e STD12 [1.A
STDA3 [1A
H STD14 |NA
Replicate directi Next fill numb Replicate numbs STD15 [NA
Type Replicate drection i LS eplicate number Ra——
© Row @ Column 1 = 1 2 0.001~89999.9

Section G Special function

The special function is customized for the Biotest reagent test. This
experiment effects only in conjunction with the Biotest reagents.

File Setup Help Connected

[éjm Conneml [" Plalemfom] l(‘a‘) Shakel” £ \ncubalorl [O Fmenune] l@ Post processing

37.0°C (set: 37°C)  Standby

Portocal select function
Parameters
Measurement type Starting method Plate motion
Basic parameters - - @ Immediate @ Continuous
End Point Two Points Kinetics D -
= Delay &) Stepping
Quantitative / Cut off / i ek nion) Shaker
AMTal Ve Reference filter
Ratio/lnhibition / Q.C. L [7] Use shaker
Print options
Data analysis Map layout
STD Conc
[ Data . 1 2 3 4 5 6 7 8 9 10 11 12 -
» oA STD02 [0.025
Specialfuncion | { [ STDO3 |0.05
B STD04 01
vAdvance BIO c STDO5 0.3
STDO6 0.6
D STDO7 |NA
STDO8 |N.A
E 5TD09 MA
STD10 |MA
START 2 STD1 |NA
G STD12 NA
STD13 [NA
H STD14 NA
Replicate d Next fill numbs Replicat b STD15 [NA
Type eplicate direction B niJm er eplical eAnum er R

Row @ Column 1 = 1 = 0.001~99939.9
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Basic Parameters

AgileCon_2.0 Function

Measurement types: The AgileCon_2.0 provides three types of

measurement, i.e. End point, Two point, and Kinetic measurement.

End point read: During the end point read, the AGILE READER reads
at one wavelength, with one-reference wavelength read as optional

File Sefup Help

gjm’ Conneﬂ] I" Plate m/‘out] I(‘E‘) ShakelH f Incubatol

’l lO F‘“E‘HUne] B

Paracal select function

Parameters

37.0°C (set: 37°C)  Standby

— . Starting method Plate motion
® immedu © Gontruns
End Point Two Points Kinetics
O Delay © Stepping
Quantitative / Cut off / Regnaskenotien) Shaker
= ey Reference filter
Ratio/nhibition / Q. C. = ] Use shaker
Print options
Data analysis Map layout
STD Conc.
Data . 1 2 3 4 5 6 7 8 9 10 11 12 s T
> A STDO2 [NA
Special function STDO3 |NA
B STD04 [NA
Advance BIO c STDO5 |NA
STDO6 [NA
D STDO7 [NA
STDO8 [NA
E STDOS [NA
STD10 [NA
START F STDH [NA
s STD12 [NA
STD13 [NA
H STD14 [NA
PI— — " STD15 [NA
i pe Fill diection Replicate drection lexct fill number eplicate number b
© Row  ©® Column © Row  ® Column 1 : 1 : i

Connected

Basc parameters

Two points read: During the two points read, the AGILE READER

reads at two wavelengths, with two-reference wavelength read as

" Comect 9P Pasemost |

Poriocal select Ancson

Shaker

Paavetay
Vaaeaemnt )10

E£nd Port

Lwsy o
CQuartiatve | Cit of Pl soteiy i
RasokhbacaQ C ores
Mant 408
Print ophons Main? [408
Dats analysis Mag oot
Data . ' 2 3 1 3 ¢ 2. s - _J 1"
" A
Soecia ncson
8
[
'
Ty | Sample 1 & drecren Aaghcate drecton Nt 8 ey ighenty it
= faw @ Colon low @ Cohen ’

| novae | () Fiterne || Postprocessing

Statony et Plate moton

o ety ® Cortmvons

16
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optional.

Kinetics read: During the kinetics read, users can define the kinetic
method by selecting Average rate, Maximum rate, Maximum Abs, Total

File Setup Help 370C(set 37°C) Standby  Connecled

&5 Gonnect | | @# Piate inout | |, Shaker || §  Incubator O Fiter tune | ¢l
Poriocal select function E—rmy T —
Measuramant type Starting mehod Plils nction WMaximurn rate
Basic paramelers & Immediate @ Continuous Maximum Abs.
End Point Two Points Kinetics Tedal delta Abs
e, ]
Dy Stepping Time to max. rate

Fier wavalangth{nm) Shakar Tima o max. Abs
LUz shaker Kinatic methad Auverags rale -

Mainl |05 -
Measure numbes |3

[Print oplions Measure mlenal 4 2 see
Data analysis Map layout
1 2 3 a 5 & 7 B a 10 11 12 e
Data s Sroay |uA
- STDAZ HA
Special function Sroes na
B STDO4 HA
Advance BIO el
. ST
STOO6 N
= STDOT M
STDOB N
E STDOG M
. STDI0 HA
START erora
& STDM2 M
STDM3 N
H STD4 N

STDIS |H

Ipist FangE
0.001-§9999.9

Type [Sample »|  Fill deaction Replicate drection T Rapheste nismber
Rew @ Colwmn Row & Colurn 1 S 1 &

delta Abs, Time to max rate, or Time to max Abs in the Kinetic method

list. The user can also define the measure numbers and interval.

To Set up a measurement with End point, Two points or Kinetic method,
user need to define following parameters.

Primary and Reference wavelengths

If a Primary wavelength is defined alone, the AGILE READER reads the

plate only once at a single wavelength. If a Reference wavelength is

defined, the plate will be read twice and automatically calculate the delta

Abs between these two readings.

Method to set up the Primary and Reference wavelengths:

1. Select the Measurement type of End Point, or Two Points.

2. Enter the Primary wavelength in Mainl or Main2, and the reference
Refl or Ref2

Starting method to read plates

If the "Immediate"” option is selected, the instrument starts reading the
plate right after the Start button is pressed. Users can also define the

17



period of the plate reading delay.

To define the starting method,

1. Select the "Immediate" option.

2. Or choose “Delay”, then input the delay time in second.

Plate motion

Users can select the plate motion as stepping in milliseconds or
continuous mode.

The built-in Incubator

The incubator will keep the plate stay at temperature-controlled

environment.

Users can activate the incubator by

1. Clicking the incubator button on toolbar to display the incubator
pop-up menu.

2. Entering the desired temperature on the pop-up menu, and press
“Activate” tab to start the temperature control.

The built-in Shaker

The built-in Shaker in the instrument allow user to define speed setting
as Low 8Hz, Medium 11Hz, or High 14Hz. Users can also define the
shaking period.

To enable the shaker,

1. Click the shaker button

2. Select the speed to be Low, Medium or High

3. Define the shaking period in second.

18



Well Mapping

Users can define five types of different wells. They are Blank, Standard,
Sample, Positive, and Negative on the Type menu at Map layout.

File Setup Help 37.0°C (set: 37°C) Standby = Connected

IQ”B Conner:tl l" Plate m/outl [QBJ) Shakerl [ { \m:ubalor] [O Fmenunel [@ Post processing

Portocal select function
Parameters

Measurement type Starting method Plate motion
Basic parameters © Immediate © Continuous
End Point Two Paints Kinetics

© Delay ) Stepping

Quantitative / Cut off / ALy ezz ey Tm) Shaker
Ratiofinhibition / Q.C. L R [ Use shaker
Main1
Print options

Data analysis (" Map layout ™
STD Conc.
Daia . 1 2 3 a 5 6 7 8 9 10 11 12 om0t [200
BLKO1 STDO01 STD02 STDO3 STD04 STD0A STDO6

YA 70t CO11 |C021 (€031 |CO41 G051 |COB SIEE Gl
Specialfunction SAMO3 |SAMI0  SAM1S SR 500
E T034  TI01 T51 T004 600

Advance BIO c SAMO4  |SAM11  SAM16 STDO5 1200

T4 THA TIEA 1006 1600
SAMO5 | SAM12 | SAMI1T :
D TS |Ti2A|TH7A EEEZ H’
SAMOG  SAM13 | SAM1B =
E TOG1  TI31 Ti8 Szl LA
SAMO7  POSO1 | SAM19 STD10 [NA
F TO7-1 POt Ti94 ST [NA
START Blank SAMO8  NEGO1  SAM20 STD12 (1A
G Positive 081 NOT1 T20-1 D13 (N7
Negative SAMOT | SAMOT | SAMOT -
HIEELT 011 T012 013 S| A
Standard = o B Next fil b Replicat o STD15 |NA

esct fill number eplicate number

Type Fill direction Replicate drection 1 Blicatel T

© Row @ Column ~ Row @ Column 1 = 1 = 0.001-99999 9

A A
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Quantitative / Cut off / Ratio / Inhibition / QC

Quantitative setting

The AgileCon_2.0 allows user to define quantitative analysis to
determine the sample concentration. Seven types of curve fitting
equations are built to calculate standard polynomial coefficients. Users
can select Curve on plate, Stored curve, Standard line, or Concentration
factor to define Quantitative method.

1. Click the Quantitative / Cut off / Ratio / Inhibition / QC button.
2. Click the check mark in front of the Quantitative settings area, and

be sure the check mark turned into green.

3. Define the desired parameters.

File Setup Help

|¢7c’ Cnnneci‘ \ﬂ Pialemmm‘ I(‘E‘) Shaker‘ I i \ncubamr‘ \O Fmermne‘ I@ Post processing ‘

Portocal select function

Basic parameters

o

settings

37.0%C (set: 37°C)  Standby

v

Quantitative / Cut off /
Ratio/lnhibition/ Q.C.

Print options

Data analysis

Special function

Advance BIO

v

START D 1.000 <= 1.000 1.000

Curve on plate ‘ I Stored curve

’ Standard line

|

Concentration
factor

Data curve fit X-scale
Linear regression O Log10

Quadratic polynamial
Cubic palynamial
Point to point

Cubic spline

2 parameters logit-log
4 parameters logistic
Advance BIO

20

Y-scale
@ Linear

O Log10

Calculation

1

1.000

on unit

None -

© Unit

5 User key in

1.000

Connected




Cutoffs

Cutoffs are used to classify results. Users can define three Cutoff

methods as Single, Double or Calculation.

1. Click the Quantitative / Cut off / Ratio / Inhibition / QC button.

2. Click the check mark in front of the Cutoff settings area, and be sure
the check mark turned to green.

3. Define the desired parameters.

File Setup Help 37.0°C (set: 37°C) Standby = Connected

iﬁm Conneml I" Plaiewnml I(E,) Shaker” { \ncubamrl io Fihermne] @E
Portocal select function

Curve on plate Stored curve Standard line Concentration

Basic parameters factor ® None

Quantitative / Cut off /
Ratio/inhibition / Q.C.
Cutoff settings
Print options
’ Single | I Double l Calculation
Data analysis

l

|

Threshold - 0 If result > threshold then
©® Positive(+
fata Cutofflabel - + /- - &
©) Negative(-)

Special function

Advance BIO

<

:
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Ratio/Inhibition

The AgileCon_2.0 will take a reference (BO) and other samples (B) to

calculate the Ratio/Inhibition

1. Click the Quantitative / Cut off / Ratio / Inhibition / QC button.

2. Click the check mark in form of the Ratio/Inhibition settings area, and
be sure the check mark turned green.

3. Define the desired parameters.

File Setup Help

ﬁm Conner:t] [ﬂ Plate mfoui‘ [(,B) Shaker“ f Incubator] {O Fmertunel

Portocal select function

Basic parameters Curve on plate

Quantitative / Cut off /
Ratio/inhibition / Q.C.

Print options

Single

Data analysis
0

A8 < K

Special function

Advance BIO

Ratio / Inhibition settings
@ Ratio : B/B0 %

START

1.000

!

Stored curve

Double

@ Inhibition : 100-B/B0 %

1.000

EC

5

Standard line

Calculation

Definition of B0

1.000 1.000

Concentration
factor

37.0°C (set: 37°C)  Standby

None

1.000

Connected
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Q.C.

The AgileCon_2.0 provides Q.C. algorithm for experiment to determine

the results.

1. Click the Quantitative / Cut off / Ratio / Inhibition / QC button.
2. Click the check mark in front of the Q.C. settings area, and be sure

the check mark turned green.
3. Define the desired parameters.

File Setup Help

iﬁm Connectl I" Phatelniout] I(E,) Shakel” { \ncubamrl io Fmermnel @E

Portocal select function

V Curve on plate Stored curve

Quantitative / Cut off /
Ratiofinhibition / Q.C.

Print opllons
Single Double

Data analysis

:

Special function
Q.C. seftings
General equation :L<=aPC+bNC +c<=H
L
START v T
1.000 <=
<= E

Advance BIO

ac2

e 1.000

act- 1.000

Pass condition : (if QC =true then PASS)

Standard line

Calculation

b
*PC+  1.000

*PC+ 1.000
*PC+ 1.000

*PC+ 1.000

37.07C (set: 37C)  Standby

Concentration i
factor 9 None

€
*NC+ 1.000

*NC+  1.000

*NC+ 1.000

*NC+ 1.000

ac=act  [AND

-Jac2 [mp -] aca [ap -] ace

Connected
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Print options

Users can define the Project title, User name, experiment Note, and
check the desired items in Sections for printing to print the result of the
experiment.

File Setup Help Standby = Connected

[ﬁ’ Connect] [’ Platein/out] [(B,) Shaker] [ ! Incubator] [o Filter tunel [@ Post processing

Portocal select function

Print options

Basic parameters Title:seting
Project name :  test

Quantitative / Cut off / User - admin
Ratio/lnhibition / Q.C.

Note -

Print options

Data analysis

Sections for printing

Data

[¥] Title V] Data
Special function [ Results Select all
[V] Calibration Cancel all

START

t
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Main Menu Configuration

There are three functions on the main menu. They are File, Setup and

Help.

File | Setup Help
New
Load (Data or Map) »
Save (Data or Map)  »

Export (.csv)
Print
Preview

Exit

Setup | Help

1 COM port setting
Filter tune
Security setting

Help
About
Audit trail
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File menu functions

There are seven options, i.e. New, Load (Data or Map), Save (Data or
Map), Export (.csv), Print, Preview, and Exit under the main menu.
1. New: Create a new experiment
2. Load (Data or Map) : Load an existing experiment file or map layout

% Load File

——

Y N =
VAN | % Users » microplate » Experiment »

- | 3 | | Search Experiment

o]

Organize =

{ Favorites
Bl Desktop
4 Downloads

=] Recent Places

o9 Libraries
@ Docurments
J‘i Music
=] Pictures

H Videos

i@ Homegroup

M Com puter

MNew folder

m

-

MName

. Special

L | sample.exp

Date modified Type

4/16/2018 4:33 PM
3/28/2018 11:35 AM

File folder
EXP File

1

File name:

0 @

r

v [ files (o)

)

o I |

Cancel ]

P
& Load File

'|§;g

QQ | W % Local Disk (C:) » Users » microplate » Map

v | 3 | | Search Map

)

Organize =

0 Favorites
Bl Desktop
& Downloads

2| Recent Places

. Libraries
@ Documents
J’i Music
[&=| Pictures

B Videos

#& Homegroup

18 Computer

MNew folder

m

-

MName

| Yowell.map

|| sample.map

g= =
Date modified Type

3/28/2018 11:35 AM
3/28/2018 11:35 AM

MAP File
MAP File

L]

File name:

0 @

~ | o files (map)

7]

o I |

Cancel ]

-
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3. Save (Data or Map) : Save experiment file or map layout

-
we Save File

uo-l Ji o« Users » microplate » Experiment »

- | +4 | | Search Experiment

L
"5 Recent Places

- Libraries
@ Documents

JF Music

[ Pictures

B videos

#d Homegroup

m

=

Organize « Mew folder 3= - (7]
¥ Favorites Marme Date modified Type
Bl Desktop 1. Special 4/16/2018 4:39 PM File folder
& Downloads || sample.exp 3/28/2018 11:35 AM  EXP File

4

I

File name: v
Save as type: [tlct files (*.exp) v]
I+ Hide Folders Save l [ Cancel l
r N
& Save File | & |
'\-)O— | b = Local Disk (C:) » Users » microplate » Map - | +4 | | Search Map 0o |
Organize ¥ Mew folder = - (7]
% Favorites Mame Date modified Type
B Desktop | 96well.map 3/28/201811:35 AM  MAP File
& Downloads || sample.map 3/28/2018 11:35 AM MAP File

LYER
"= Recent Places

4 Libraries
@ Documents

J‘F Music

[&5] Pictures

B videos

*& Homegroup

File name:

'~ Hide Folders

m

4

LI

Save as type: [t\d files (*.map]

Save
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4. Export (.csv) : To export to a file with file extension "csv", and it can
be loaded into the excel, notepad or google spreadsheet
5. Print: To print report using the printer connected to the PC

6. Preview: To preview the experiment report before printing
WD Print preview - -  ——————— e = E e )
S5L- BOBMM@| - Bage| 12

Date of printing : 5/23/2018 3:49:30 PM

MName -
User : admin
MNote :

Results data

Protocol parameters

Experiment file: C\Users'\@6eMate\Experimentisample.exp
Measurement type: End point
Main_1 filter{nm): 405

Starting method Immediate
Plate mode: Continuous
Meed shake: [kle]

Meed incubator: MO

Meed extrapolation: NO

Quant. method: Curve on plate
Quant. standards number: 5

Curve fit method: Linear regression

Plate layout

1 3 4
SAMO1-1 -1 |SAMO3-1 | SAMO4-1
SAMO1-2 -2 |SAMO3-2 |SAMO4-2
SAMO1-3 SAMO3-3 |SAMO4-3
POS01-1
POS01-2
BLKO1-1
NEGO1-1
MEGO1-2

I o mm oo o>

7. Exit: to end the AgileCon_2.0 operation

i | |'\

Message

@ Are you sure to exit 7

(e [
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Setup menu functions

The setup menu includes COM port setting, filter tune, and the Security
setting.

1. COM port setting: User can change the desired COM port to
communicate between instrument and AgileCon_2.0. The
AgileCon_2.0 can automatically detect all available COM ports on
the PC.

2. Filter tune: The instrument has an eight- slot filter wheel for user to
install filters. After installing new filters on the instrument, it is
important to set the correct filter wavelength on the AgileCon_2.0.
Check the check box on the left to enter desired wavelength for the

e

] O Filter & lamp tune 28

-

Filter wavelength setiings

? ] Filter No.0 : (\ /S

] Filter No.1 :

: [7] Filter No.2 : [: :]

[] Filter No.3 :

] Filter No 4 : <\/ — \)

] Filter No.5 -
[] Filter No.6 :
] Filter No.7 -

filter, and press the Tune button after the desired wavelengths are
entered.
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3. Security setting: Users should log in with their own ID and Password
to start the experiment. This function lets you log in / log out system,
create, and or delete user ID.

.
Sae Security

Login

User name:
Password :

Project name :

To enter the system, please use the default value (admin) to log in.

User name: admin
Password: admin

Entering the wrong user name or password, The AgileCon_2.0 will
show the pop-up window as below.

© N

MessageBox

Can't fine user name, please check again
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Log out system

b Security S

Login

AdminID : admin

Project name :

‘Deletel[}‘ ‘ Mew ID ‘ ‘ Log out ‘

Create a new ID
This function can be performed by users with administrator authority

only.

[ =

b Security S

Login

AdminID : admin

Project name :

‘Deletel[}‘ ‘ Mew ID ‘ ‘ Log out ‘
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Enter the new ID with user name, password, and ID authority
(administrator or user), and then press Save button to accept.

IR TR TN TR TR =T —

o

i Security

Mew user

User name:  test0l

Password ;  Fewssss

KEEEEEN

Confirm password :

@ Administrator

() User

‘ Cancel ‘ ‘ Cave ‘

Successfully creating a new user will see the pop-up window as below.

¥ .
MessageBox

Create new user ok!
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Delete ID
This function can be performed by users with administrator authority
only.

T '’
te Security

Login

AdminID : admin

Project name :

‘Deletel[)‘ ‘ Mew ID ‘ ‘ Log out ‘

Enter the ID which you want to delete and press Delete to execute.

Sy g e ) —

¥ '’

S Security

Delete user

User name: test0l

‘ Cancel ‘ ‘ Delete ‘
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Help menu functions

The help menu is trails the log-in and operation record.

1. Audit trail: To review the records of activities of different ID

“~ Load File = |
\“)Q | W % Local Disk (C:) » Users » microplate » Log - |4f| | Search Log e |
Organize = Mew folder = = [ @
4 Downloads - MNarme [Date modified Type
=l Recent Places
i ) 20180416163932 4/16/20158 4:40 PM Text Document
. . 20180416164045 4/16/2018 4:41 PM  Text Document
= Libraries
) 20180416164226 4/16/2018 443 PM  Text Document
@ Documents .
J" - ) 20180523133929 5/23/2018 1:39 PM Text Document
usic
) 20180523134550 5/23/2018 2:50 PM Text Document
[ Pictures L
B Vi 5 ) 20180523155608 5/23/2018 2:56 PM  Text Document
ideos
. 20180523155708 5/23/2018 3:58 PM Text Document
#3 Homegroup
1% Computer I
£, Local Disk (C)
—a Local Disk (D) r o | .
File name: - [Cuwe Files (*.log) v]
[ Open IV] [ Cancel ]
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Toolbar Menu Configuration

There are Connect, Plate In/Out, Shaker, Incubator, Filter tune, and
Post processing tabs on the toolbar menu.

1. Connect: To setup the COM port connection between the instrument
and the PC.

}f Connect’ ﬂ Plate in/outH(.a) ShakerH l IncubatorHO Filter tune ’ '@ Post processing

2. Plate in/out: To move the plate holder in or out, the plate holder
status will show on the status bar

‘ﬁ Connect‘ ’ Plate in/out ‘(80 ShakerH ! IncubatorHO Filter tune ’ )@ Post processing‘

3. Shaker: This tab is used to configure and operate the shaker. The
shaker has three translation speeds, i.e. low (8Hz), Medium(11Hz)
and High (14Hz)

(.8.) Shaker

l Incubator ’ ‘O Filter tune ’ '@ Post processing ’

‘f ConnectHﬂ Plate in/out’

4. Incubator: To warm up the incubator at set-point temperature from

the lowest 15°C to the highest 50°C. If the ambient temperature is

higher than 15°C, the effective lowest temperature should be set to

the ambient temperature + 3C.

[ﬁ:’ ConnectHﬂ Platein/outH(la,) ShakerH ! Incubator ‘O Filter tune ’ \@ Post processing

5. Filter tune: The AgileCon has an eight- slot filter wheel for user to
install filters

‘f ConnectHﬂ Plate in/outH(.G.) ShakerH ! Incubator’

O Filter tune ’ l@ Post processing
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6. Post Processing: Use the current parameters of selected measure
mode and recalculate the data

‘gf Connect ’ " Plate in/out ’ ‘(18.) Shaker H l Incubator ’ ‘O Filter tune ‘ l@ Post processing
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Message Area Configuration

The message area contains two parts, the status message and the
temperature monitor.

1. Status message: To display the status of instrument current
operation condition. All messages are listed in the following chart.

37 .0°C (set: 37°C) | Standby = Connected

Message Description

Initializing Initializes the instrument

Standby Test ready

Data reading Load data

Post processing Recalculate the data

Disconnect The instrument has no connection with AgileCon_2.0
Connected The instrument connects with AgileCon_2.0

Filter tune Start tuning filter

2. Temperature monitor: To display the real-time temperature and
set-point temperature of instrument incubator.

37.0°C (set: 37°C) | Standby = Connected
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Defining Parameters for Experiment

Defining Parameters

When starting an experiment, users must first define the parameters
such as wavelength, reading method, plate motion, incubator, and
shaking. Above functions are included in Basic parameters tab.

1. Measurement Type: Users can define three measuring types, i.e.

End point, Two point and Kinetic.

File Setup Help

gm’ Conneml I'ﬁ P\alem/om] I(‘E‘J Shakel” ‘ \ncubalor] [O Fmenunel ‘LLS
Portocal select function

T Starting method Plate motion
Basic parameters R @ Immediate @ Continuous
End Point Two Points Kinetics - _
) Delay (2 Stepping
Quantitative / Cut off / T Shaker
N o Reference filter
Ratio/nhibition / Q.C. E ) Use shakar
. 405
Print options 450
490
600
Data analysis Map layout
Data 1 2 3 4 5 6 7 9 10 11 12
r A
Special function 5
Advance BIO c
D
E
F
¢
H

Replicate drection
© Row ® Column

Row @ Column

Next fill number

4

Replicate number
B =

STD Caonc.

STDO1 [NA
S§TD02 MNA
§TDO3 |NA
STDO4 N.A
STDOS MNA
STDOB |NA
STDO7 N.A
STDO8 MNA
STDO9 |NA
STD10 |N.A
STD11 NA
STD12 NA
STD13 |[NA
STD14 NA
STD15 NA

Input range:
0.001~29999.9

Standby

Connected

a -~ End Point

File Setup Help

éjm’ Connem] lﬂ Plate miout] I('E‘) Shaker” 1 Incubatoll IO Flhertunel

Paortocal select function
Parameters

Plate mation

Basic parameters

Starting method

I Kinetics

@ Continuous

) Stepping

@ Immediate

) Delay

Quantitative / Cut off /
Ratio/Inhibition / Q.C.

Print options

Nata analvsis

led gmen pe
I End Paint
ilter wavelength(nm)

Two Points

Reference filter

405

Shaker
[C] Use shaker
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b~ Two Points
File Setup Help

g@ Connecil [# Plate INOUT] l(,a) Shaker” i \ncubator] lo Fiﬁeriunel CL—S

Portocal select function

Parameters
Measurement type Starting method Plate mation Two point interval
Basic parameters @ Immediate @ Continuous 5 =
End Point Two Points Kinetics - i = 86c.
) Delay ) Stepping
Quantitative / Cut off / Fllier nElz g ) Shaker

{Reference filter!

Main' Ref 1
Print options Main2 Ref 2

Ratio/nhibition / Q.C. [T} Use shaker

c ~ Kinetics: Kinetics measuring method can only select main filter
without reference filter

File Setup Help

ﬁm Connecﬁl I# Plate in.’outl I(‘E‘J Shaker” 1 Incubatorl IO Fmeriune] .:'_L_:;

Portocal select function

Paramsters :
Measurement type ) Starting method Plate motion Maximum rate
Basic parameters @ Immediate @ Continuous Maximum Abs.
End Point Two Points Kinetics - - Total delta Abs.
) Delay ) Stepping y
Time to max. rate
Filter wavelength(nm) Shaker Time to max. Abs.

[¥] Use shaker Kinetic method Averas it
ige rate 7
Main1 {405 ~ i

Speed :
@ Low(8Hz) : Measure numbers |3
) (1) Time Measure interval 4 =

©) High{14Hz) 1 - sec

Print options ‘
sec.

2. Filter wavelength: Users need to select the main filter wavelength for
the desired experiment. In addition, users can also select a
reference wavelength.

Filter wavelength{nm)
Reference filter

Main1 Ref 1

3. Starting method: Define when to start the selected experiment.

a ~ Immediate: Start measurement right after pressing the START
tab

b -~ Delay: Users can define 0~999s as delay time before starting
measurement.

Starting method

@ |mmediate

) Delay
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4. Plate motion: To define how the plate is moved when measuring
a ~ Continuous: When measuring, the plate is translated smoothly
during the entire motion stroke.

Plate motion

@ Continuous

©) Stepping

b - Stepping: User can define the stepping intervals among 0~999
msec. In kinetic mode, there are variable stepping interval and
fixed stepping interval to be selected.

Plate motion
) Continuous @ Variable stepping interval
@ Stepping ' Fixed stepping interval

5. Incubation: Users can define the incubator temperature by clicking

the incubation tab. The temperature can be set from ambient 15°C

to 50°C.

} Incubator

' .
{ frmincubator

1| Temperature control

L Sefting t (3T g

| eling temp C ‘ Activate
B R | =
15 50 () | P
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6. Shaker: The shaker of the instrument shakes with three types of
speed, and the shaking time can be arranged among 0~999s

Shaker
Use shaker ':'EJ:' Shaker |

Speed : [ )
_PEE [] each reading [ £ frmShaker 52

@ Low(BHz) _ =

) Medium(11Hz)  Time 1| Shaker control

) High(14Hz 1 1| sec 3

on( ) 1| Speed:

LOwW High
Shaker time :
1 * sec

] START

7. Two point interval: Users can select the two point interval among
3~999s

Two point interval

3 = sec.

8. Kinetic method, numbers, and interval: In kinetic measurement
mode, user can select the data calculation method, test cycles, and
cycle interval.

a ~ Kinetic method: Uses can select Average rate, Maximum rate,
Maximum OD, Total delta OD, Time to max slope, Time to max
OD for mapped wells calculation.

kinetic method Lve rage rate -

Awverage rate
Maximum rate
Maximum Abs.
Total delta Abs.
Time to max. rate
Time to max. Abs.

o

Measure numbers

Measure interval

41



b ~ Measure number: User can enter the measuring numbers
among 3~255 cycles.

c -~ Measure interval: User can enter the measure interval. They
are among 4~65535s in continuous motion, and 6~65535s in

stepping motion.

kinetic method A\rerage rate -
Measure numbers |3 =
Measure interval 4 =| sec.
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Well Mapping

The AgileCon_2.0 provides five types of well for the user to define
96-well map. Moreover, the user can save the mapped wells and reload
them for further uses.

1. Save and load map layout:
Users can load or save their map layout from File/ Load (Data or
Map) or Save (Data or Map) functions

File | Setup Help
New

' Load (Data or Map) » | Data
Save (Data or Map) » Map layout

Export (.csv)
Print
Preview

Exit

2. Well mapping method:
a ~ Select the well type to be defined (Blank, Positive, Negative,
Sample, Standard) on the map layout. On the right side, enter
the concentration values if standard is selected.

Note: Sample is the only available type in kinetic mode.

Map layout
STD Conc
1 2 3 4 5 6 7 8 9 10 11 12 w3 s
A STDO2 |N.A
STDO3 |MNA
B STDO4 [NA
c STDOS |MN.A
STDOG |MN.A
D STDOT |MN.A
STDO8 |M.A
E STD09 N.A
STD10 |NA
=
STD11 |NA
T E'ﬂ"r STD12 |NA
ositive N
Negative STD13 |N.A
H Sample STD14 |NA
Standard n STD15 |MN.A
Type }_:\H d\rectm: F_Eepllcate d;rectlon Mext fill nimber REpllcale‘ﬂumbEf i
) Row @ Column ) Row @ Column 1 = 1 = 0.001~99999 9
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b - Select the fill and replicate directions, enter next fill number,
and replicate number.

Fill direction Replicate direction
Row @ Column Row @ Column

c ~ Use mouse to draw an area, which wells are to be placed with
selected type.
d - Right click on the mouse to select the fill option.

Map layout

STD Conc.
1 2 3 4 5 1] 7 8 9 10 11 12 w0
A STDO2 |MN.A
STDO3 |M.A
B STDO4 |IN.A
STDO5 |M.A
(&

STDO6 |MN.A
D STDO7 |M.A
; i STDO8 |M.A
P E STDO9 |N.A
. = STDA0 |N.A
Modify 212112 :;’
G Clear =
STD13 |N.A

Clear Group
H STD14 |N.A
SR e Next fil numb Repl b STD1S [NA
Type |Standard - Fill direction Replicate direction ext fill number eplicate number EETE

Row @ Column Row @ Column 1 = 1 =

0.001~99999.9

e  The selected ten standards are thus located on the well map.

Map layout

STD Conc
1 2 3 4 5 [ 7 8 9 10 11 12 STDO1 1.000
A 25?011 ggggs STD02 1.000
STD0Z  |STDO7 S1D0311.000
B oozt [cor4 STD04 1000
c STDO3 STDO8 STDOS 1.000
— =
o [Ele =~
STD0S  :STDHO
* B lcos1 icio STD09 1.000
s
F STDM [NA
G STD12 [NA
STD13 A
H STD14 [NA
- STD15 1A
Type [Standard - Fill direction Replicate direction Next fill number Replicate number TR
Row @ Column Row @ Column 11 = 1 = 0.001~99999.9
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3. Fill and replicate well:
a ~ Fill direction: To number the sequence of selected sample type
in column or raw direction.
b -~ Replicate direction: To number the sequence of the replicates
of selected sample type in column or raw direction.

Example of filling and replicating the well map

1 2 3 4 5 5] 7
a| Start

location -
B -Replicate |x 4
C
B Replicgte
. (Column)
F

Fill

G (Row)

1 2 3 4 5 5] 7
a| Start

location
B

Samp!ler-:j-_’ Fill-

i (Column
o [Replicate x4 N
E Replicate
. (Row)
G

4. Blank, positive control, and negative control each has only one
name (BLKO1, POS01, NEGO1).

5. Standard can be configured as 1~15 names(STD01~STD15)

6. Sample has 96 names most (SAM01~SAM96).
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7. Types of well:

a ~ BLK: Which is painted with light green background on the well
map

b ~ POS: Which is painted with light red background on the well
map

c ~ NEG: Which is painted with light blue background on the well
map

d ~ Sample: Which is painted with light orange background on the
well map

e ~ Standard: Which is painted with light purple background on the
well map
Users must fill in the concentration values of selected
standards in ascending or descending order.

Map layout
STD Conc.
EL(UW EiKm le._Km E:_Km 55|_K01 ° ’ ° ’ 0 = " SIneR | %9
A zo zo12  Z013  Z014 015 SR 1,000
POS01 POS01 | POSO1 | POSO01 | POSD1 SIDO3 1000
B pot1 POtz PO13  PO14  PO15 STDO4 1.000
o NEGO1 NEGOT NEGOT |NEGOI  NEGOf STDOS 1.000
NOi-4  NOT2 | NO13  NOi4  NOAS w555 o
D Tt Tt Tom. Tomt o SToo7 [NA
, g |STDOT |STD02 |STDO3 |STDO4 (STDOS | 21232 :j:
co1-1  |C021  |C03-1  |CO4-1  (CO5-1 -
STD10 |NA
F STDM 1A
G STD12 [NA
STDA2 [NA
H STDA4 A
— . . . STD15 [NA
Type | Standard - Fill direction Replicate direction Mext fill number Replicate number TR
Row @ Column Row @ Column 6 - 1 - 0.001~99999.9
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Quantitative Measuring Method

The AgileCon_2.0 provides four types of Quantitative method, i.e. Curve
on plate, Stored curve, Standard line, and Concentration factor.

1. Curve on plate: Use the standard on the well plate for the calibration
curve calculation. There are seven types of curve fitting equations
on the AgileCon_2.0

a-»

File Setup Help

Linear regression
Quadratic polynomial
Cubic polynomial
Point to point

Cubic spline

2 parameters logit-log
4 parameters logistic

Advance BIO (Option function)

lp"_" Connem‘ [ﬁ Platemmut‘ I(‘B') ShakerJ l 1 \ncuhamrJ lo Fmermne‘ I@ Post processing ‘

Portocal select function

Basic parameters
Quantitative / Cut off /
Ratio/lnhibition / Q.C.

Print opnons

Data analysis

Special function

Curve on plate Stored curve Standard line Eopeeiaiog
factor
afa curve M K-scale Y-scale
Llnaar regression - © Linear @ Linear
Linear regression O Log10 0 Logl0

Quadratic polynomial
Cubic polynomial
Point to point

Cubic spline

2 parameters logit-log
4 parameters logistic
Advance BIO

v

m
START D 1 =k

concentration unit

°) User key in

Standby

Connected
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2. Stored curve: Users can load their stored curve for quantitative
measurement, these curves with file extension ".cuv" are stored
under directory AgileCon 2.0\StdCurve.

& MO6S Mate 2.0

=E] = )

File Setup Help

lp‘m Connedl [’ Plaleln/oull l(‘a) Shakell [ * \ncubalorl IO Fillerlune] l@ Post processlng]

Portocal select function

Basic parameters

Quantitative / Cut off /
Ratio/inhibition / Q.C.

Print options

=]
2
=
®
S
5
=
)
o

Special function

Advance BIO

START

Quantitative settings

Concentration oncentration unit
Curve on plate ‘ [ Stored curve ‘ l Standard line ‘ l o @ Unit
e User key in
Path [ oagFie ==
@Q-\ <« Users p micioplate » StdCurve - [#3][ search )
Sin Organize v New folder - A @
Nar Date modified Type

1% Computer
&, Local Disk (C:)

L&

s Local Disk @) _

2017/4/24 T2 041 CUV File

<

File name:

Standby =~ Connected

3. Standard line: User can use the Abs=A* Conc+B equation, and enter
the values of A and B to calculate a standard line.

The value of A can be : -999999.999 ~ +999999.999
The value of B can be : -999999.999 ~ +999999.999

File Setup Help

[ﬁ:‘ Connect] l’ Plaleind‘out] I0,5 Shakerl I ! \ncubatorl [O Filter tune] I@ Post processing ]

Portocal select function

Quantitative / Cut off /
Ratio/lnhibition / Q.C.

Quantitative settings

\ Curve on plate

\ Stored

curve I Standard line

Concentration
factor

Abs =A~Conc. + B
A

B:

1
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ion unit
@ Unit

@ User key in

Standby

None -

Connected




4. Concentration factor: User can enter a factor for calculating the
concentration.
The value of F can be : -999999.999 ~ +999999.999

File Setup Help

gm Connec’(] [ﬂ Plate iniou‘(] I(B.) Shaker] [ i Incubator] lo Fmertunel l@ Post processing]

Portocal select function

Quantitative settings
tration unit
! Concentration concen
Basic parameters ’ Curve on plate ‘ ’ Stored curve | ’ Standard line l factor @ Unit

Conc. =F * Abs © User key in

Quantitative / Cut off / )
Ratia/lnhibition / Q.C. Sk

5. Measurement unit: Users can select 15 types of measurement unit
“None", "G/dL", "U/L", "G/L","ug/dL", "ABS", "mg/dL",
"OD", "mABS", "U/mL","ug/mL","mEqg/L", "mmol/L",
"umol/L" , "ng/mL". When “None” is selected, user can enter the
desired measurement unit

concentration unit

) User key in
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Cutoff Measuring Method

The AgileCon_2.0 provides three types of Cutoff measuring method.

1. Single cutoff method: User can enter a threshold of 0.0000~4.0000,
and define OD result to be positive or negative.

File Sefup Help Standby = Connected

& Cnnneci‘ [ﬁﬁ F‘latemﬁoml [(.a) Shaker“ i Incunaior‘ [O Fmenune] s

Portocal select function

Basic parameters D Curve on plate Stored curve Standard line - 7 aton @ None

Quantitative / Cut off /
Ratio/inhibition/ Q.C. L

Cutoff sefting
Print options
I Single ‘ I Double Calculation
Data analysis

Threshald 0 If result > threshold then
© Positive(+)

Data Cutoff label - + / -

© Negative(-)
Special function

2. Double cutoff method: Users can define the high and low thresholds.
The high and low values can be among 0.0000~4.0000. The
AgileCon_2.0 determines OD results that are higher than high
threshold, lower than low threshold, or between low and high
thresholds to be positive(+), negative(-), or in-between (*)
respectively.

File Setup Help Standby = Connected

g@’ Conner:i‘ [ﬂ Plate mloml {(.

a

) Shaker“ f Incubator‘ {O Fmeltune] ,:__‘J

Portocal select function

Basic parameters Curve on plate Stored curve Standard line

None

<

Quantitative / Cut off /
Ratio/inhibition / Q.C. .

Cutoff settings

Print options
I Single ‘ | Double ’ Calculation
Data analysis
High threshold - 1 If result > threshold then
Lo thieshold o ° PUS“WE“}
Cutoff label - + /" /- *) Negativel-)

Special function
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3. Calculation cutoff method: User can create a maximum of four
formulas as the thresholds calculation and categorize the OD

File Setup Help

readings into 5 groups.

The equation listed below is applied to construct the thresholds with

given a, b and c values.

EQn=a*Pd+b*Nd+c,

where means Positive Control, and means Negative Control.
The value of a, b and c can be -1000.000 ~ +1000.000

The calculated threshold values must follow the rule below:

EQ1>EQ2>EQ3>EQ4

Example: With four thresholds applied, the OD reading higher than
EQ1, between EQ1 and EQ2, between EQ2 and EQ3, between EQ3

and EQ4,0r below EQ 4 is labeled by "++", "+, "5, " or ".."

respectively.

|67C’ Connect | "'ﬂ Plate in/out | |(.ﬁ.) Shaker | ‘ {  Incubator | ‘O Filter fune ‘ &5

Portocal select function

Basic parameters

Curve on plate Stored curve

<

Quantitative / Cut off /
Ratio/Inhibition / Q.C. i

Print options

Data analysis

Data

Special function

Advance BIO

Cutoff settings

Standard line

v ‘ Single ‘ ‘ Double ‘ ‘ Calculation ‘
Calculate number III IZI IZI \L/ Reverse
EQ1=a*PC+b*NC +c a: 1.000 b= 1.000 c: 1.000
EQ2=a"PC+Db™NC +c a: 1.000 b: 1.000 c: 1.000
EQ3=a"PC+b*™NC +c a: 1.000 b- 1.000 c: 1.000
EQ4=a"PC+Db*NC +c a: 1000 b: 1.000 c: 1.000
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=EQ1

EQ1~EQ2: +
EQ2~EQ3: *
EQ3~EQ4: -

<=EQ4:

None
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Ratio/Inhibition Calculation Method

Select BO as the standard value to calculate the rest of the plate well Bn

1. Ratio/Inhibition operating procedure

a > Ratio = (Bn/B0)%

b ~ Inhibition = 100% - (Bn/B0)%

c ~ Must have sample on BO position or the AgileCon_2.0 will
show error

d - If the selected Bo has replicate number greater than one, the
actual BO value will be the average reading of this sample.

e ~ If BO value is 0, the AgileCon_2.0 will show error

f~ Ifratio is over 200%, the AgileCon_2.0 will show HI; if lower
than -200%, the AgileCon_2.0 will show LO
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Portocal select function
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Quantitative / Cut off /
Ratio/inhibition / Q.C.

Print options

|

Single Double Calculation
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Data analysis

[

Data

Special function

Advance BIO

Ratio / Inhibition settings

~) Ratio - B/B0 % © Inhibition - 100-B/B0 % A [ -

<

START

E
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Q.C. Calculation Method

The purpose of the QC Calculation Method is to determine the reliability
of the experiment.

1. At most 4 equations are applied to obtain the calculation results,

QC1, QC2, QC3 and QCA4.
2. Combining above QCs with logic operators OR, AND, and XOR to

obtain the QC calculation result. The truth or falseness of QC

decides the experiment to be pass or fail.

N o bk o

The value of a can be -1000.000 ~ +1000.000
The value of b can be -1000.000 ~ +1000.000
The value of ¢ can be 1000.000 ~ +1000.000

The value of H can be -9999999.999 ~ +9999999.999
The value of L can be -9999999.999 ~ +9999999.999

\er_; Connecil \’ﬁ Plateinfuut‘ l@ﬁ) Shaker‘ \ ‘ \ncuhamrl IO Fihenunel (:’J

Portocal select function

Basic parameters

Quantitative / Cut off /
Ratio/lnhibition / Q.C.

Print options

Data analysis

Data

Special function

Advance BIO

START

!

D Curve on plate Stored curve Standard line Non
1
D Single Double Calculation
[ J Q.C. seftings
General equation : L <= aPC+bNC +c<=H
L b c H
acz 1 1 PC+ 1 NG+ 1 1
- 4 ——
9 aca 1 1 PCe 1 NC+ 1 D 1
. " OR |
@ aca ! ! ree U o XOR 1
[ D

Pass condition : (If QC = frue then PASS)

ac=ac1

-] acz [an

~] acs [oR__<] acs
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Printing Options

Users can input project name, operator name, and experiment note to
differentiate experiment reports. Users can also check boxes in the

Section for printing to determine which items need be printed on the
report.

File Setup Help

lﬁ’ Connect] l'ﬂ Plate inlout’ i(.a\ Shaker‘ l ! Incubator‘ lo Filter tune‘ [@ Post processing
Portocal select function
Print options.

Basic parameters Title setting

Project name : test

Quantitative / Cut off / User:  admin
Ratio/Inhibition/ Q.C.

Note -

Standby = Connected

Print options

Data analysis

Sections for printing
Data

H

[¥] Title [¥] Data

Special function [ Results Select all

[v] Calibration
START ‘

Cancel all
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Interpreting the Results

The AgileCon_2.0 will generate the result data after the experiment is
completed. Press the Data tab on the left window, and select tab
Results, Calibration, Data, Cutoff, Ratio/ Inhibition, Q.C, or Kinetic to
view their experiment results.

1. Results: Click on the Results tab to review the parameter setup,

plate layout, Raw OD, and Con Matrix of the experiment.
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Portocal select function

Basic parameters

Quantitative / Cut off /
Ratio/nhibition / Q.C.

Print opfions

Data analysis

Data

Special function

Advance BIO

START

!

i

|| Resuits “ Calibration H Data ‘ Cut off Ratio/lnhibition Qc.

Protocol
parameters
Experiment | ¢ \sersiag
le:

Measureme,
type:

Main_1

End point

filter(nm):
Starting
method:
Plate
mode:
Need
shake:
Need
incubator:
Need
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Immediate

Continuous

NO

NO

extrapolation o

Quant.
method-
Quant.
standards
Curve fit
method-

Plate
layout

A

Curve on
plate

]

Linear
regression

1 2
BLKO1-1

7
STD03-1  |STD04-1 | STDO05-1

Kinetic

Standby

10 1 12
STD06-1

N

Calibration: When Quantitative is checked, calibration curve will be
displayed according to the setting parameters.

a ~ Layout: Shows the well mapping layout of the plate. Different

types of well uses a different color to represent.

b -~ Source data: Shows the source data for the quantitative
measurement.

In end point measurement, if there is no reference filter

then the main filter (M1) data is the source data. If there is

reference filter then M1 — R1 is the source data.

In Two points measurement if there is no reference filter,

the source data will be M1

In Two points measurement if there is reference filter then

the source data will be D1=M1-R1

During Kinetic measurement, user cannot use reference

filter, the M1 data will be the source data

c ~ Calibrators: Use C01~C15 to represent each STD’s name and




OD value, and show the average measurement and the
standard concentration value.

Calib Curve: When using standard curve (Curve on plate or
stored curve), apply selected fitting method to create a
standard curve and its coefficients.

Residuals table: Use C01~C15 to show standard concentration
values (C set), Average Abs, calculated concentration (Ccal),
and their difference (Ccal-Cset).

Curve Viewer: User can double click on the curve to enable the
curve viewer. User can also store the curve by pressing the
Save Curve tab on the right. The default curve is stored in
AgileCon_2.0\StdCurve directory.
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Qm Connec‘il lﬂ Plate m/ou'rl l('BD Shakell [ l Incubator] lo Fmermne] l@ Post processing l

Portocal select function 1
l Results m Calibration l[ Data ] Cut off Ratio/Inhibition Qc. Kinetic
—
Plate lay...
Quantitative / Cut off /
Ratioflnhibition / Q.C. ! 2 3 4 5 8 7 — ?__ - ?__ — E_ — 1 12
A BLKO1-1 STDO1-1  STDO24  STD75as
B
Print options c
u
D
Data analysis £ /
: / ’
G
o
H g
Special function 5 /D//
0 1680
Advance BIO source ... —
1 2 3 4 5 6 7 8 9 10 11 12
A 0.000 0.180 0.355 0439 0716 1.154 2184
B 2801 2799 2 806
Cc 2179 2188 2183
D 1.156 1.156 1.156
START E 0712 0713 0714
F 0.441 0442 0.441
G 0.356 0.354 0.352
H 0.191 0.185 0.184
Calibrat... Calib. cu...
Name Meas. Conc. Fit tvpe: Linearre. .
. GraphView &
3 ABS View contral
o X-scale
@ Linear
) Log10
g \_‘-scale
@ Linear

=)

) Log10

/

0

1575
CONC

Abs =al+al*c
a0 -1233E1
al: 1622E-3

R2:0.8101
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3. Data sheet: The raw data and calculated results of entire mapped
wells can be listed in one data sheet. The sheet provides information
about Name, Well ID, Replicate numbers, Abs, SD, CV%, Conc,
Measuring unit, Cutoff, and Inhibition %. The average of replicated
data is displayed by "_avg" next to the well ID.

File Sefup Help Standby = Connected
lﬂc’ ConnemJ lﬁ Piaiem/ou'il I(.E.) Shaker‘ [ i \ncunaiorJ lo Filter mnel [@ Post processmg‘
Portocal select function
I Results H Calibration ‘” Data ‘ Cut off Ratio/lnhibition Qc. Kinefic
=
Name well Replicate Abs. sSD CV% Conc Unit Cutoff R/(%) (o
Ratio/nhibition / Q.C. POS1 F9 1 0.442
POS1_avg - — 0.442 0.000 ERR 429.127 G/dL NIA N/A
NEG1 GO 1 0.354 — —
Data analysis NEG1_avg - — 0.354 0.000 ERR 361.808 GldL NIA N/A
SAMPLES
SAM1 Hg 1 0.191
SAM1 H9 2 0.185
Special function SAM1 H10 3 0184 - -
SAM1_avg — — 0.187 0.003 1.66 231.762 GrdL N/A N/A
AER(ED SAM3 B8 1 2801
SAM3_avg - — 2.801 0.000 ERR 2233713 GldL NIA N/A
SAM4 Cc8 1 2179 -— — — —
SAM4_avg — — 2179 0.000 ERR 1757 896 GrdL MNA N/A
SAM5 D8 1 1.156 — —
START SAMS_avg - — 1.156 0.000 ERR 975.322 GldL NIA N/A
SAME ES8 1 0712 -— — — —
SAME_avg — — 0712 0.000 ERR 635671 GrdL MNIA N/A
SAMT F8 1 0.441 — —
SAM7_avg - — 0.441 0.000 ERR 428.362 G/dL NIA N/A
SAM3 G8 1 0.356 -— — — —
SAMS_avg — — 0.356 0.000 ERR 363.338 GldL NIA N/A
camn na 1 2 700 |

4. Cutoff results: Clicking the Cutoff tab, the AgileCon_2.0 shows the
cutoff symbols on mapped wells. Depending on the conditions, there
will be five symbols to represent the cutoff results.

(++]) ~ (+) ~ (%) ~ (=) ~ [ ——]

\ Results ‘ \ Calibration ‘ \ Data l Cut off I Ratio/Inhibition ‘ \ Q.C. ‘ Kinetic
1 2 3 4 5 6 7 8 9 10 11 12

y oA F * * * * + +

B + + +

c + + +

D + + +

E * * *

E * * *

G * * *

H * * *

57



5. Ratio/Inhibition results: Clicking the Ratio/Inhibition tab, the
AgileCon_2.0 shows ratio or inhibition values of mapped wells. Data
higher than 200% is shown Hi, and lower than -200% is shown LO.

l Results l ‘ Calibration ‘ [ Data l ‘ Cut off ‘ l Ratio/lnhibition l QcC. ‘ ‘ Kinetic ‘
1 2 3 4 5 6 7 8 9 10 11

-809.09% | 56.36% 19.09% 0.00% -62.95% -162.27% |-396.14% |-533.41%

B -534.55% -534.32% |-536.36%

C -394.09% -397.05% |-395.68%

D -163.18% -162.73% |-162.73%

E -61.82% -62.05% -62.27%

F -0.23% -0.45% 0.00%

G 19.09% 19.55% 20.00%

H 56.59% 57.95% 58.18%

6. Q.C results: Clicking the QC calculation method, the AgileCon_2.0
shows the QC criteria, Pass condition, and Result on the data sheet.

Results l | Calibration | I Data l | Cut off | | Ratio/inhibition | l Q.C. ] | Kinetic |

Quality controls

Controls:
Caontrol abs. conc.
PC 0.442 -
NC 0.354 -—
Criteria:
L a b c H
QC1: 0.4 <= 1.000 *PC ] *NC ] <= 0.5
QC2: 0.3 <= 0 *PC 1.000 *NC o <= 0.4
QC3: 0.6 <= 1.000 *PC 1.000 *NC 1.000 <= 1
Pass condition:
if QC = TRUE then PASS
Qc = Qc1 AND Qc2 OR Qc3
Result:
QC1: PASS
QC2: PASS
QC3: FAIL
QC: PASS
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7. Kinetic results: When using the kinetic measuring method,

AgileCon_2.0 will display the kinetic curves for each mapped wells.

User can check the reaction rate easily on this screen.

Calibration Cut off Ratio/lnhibition Q.C.
Al A2 A3 AL A5 AB AT A5 A3 AT Al ATZ]
B1 B2 B3 E4 _igs_ ﬁ ET E8 B9 B10| Bl B12]
c1 c2 C3 [} ——_TF: —\_*_? c7 ] [+:] c1 C11 c12
D1 02 03 04 __E _—R_D\S_ 07 D8 3} D1 D11 [
E1 E2 E3 E4 —*_‘—ES_ h‘? ET E8 ES E10| Ell E12]
\/ K/
"_‘*—___4.
F1 F2 F3 F4 F& i—__?sf F7 F& F9 F10| Fi1 F12|
\/ K/
L_\_l—_/
G1 G2 G3 G4 Gb —*_*E G7 G8 G9 G1 G11 G13
\K/ \\_/
H—__‘-i—_“
H1 HZ H3 HE —E\E ——ﬁ\H_S HT HE HS H1 H1T H1Z
\X,/ \\/
e | | I

Double click on the selected well to show a detailed view of the well

number and OD value at selected sampling number.

(N. GraphView =
3 ABS
3——_E/
0
1 7
Sampling number
well: D8

value:(#3. 1.164A)

<— cursor down ]

l cursor up —»

59



